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Project Name Zfp536
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy Al
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This model will use CRISPR/Cas9 technology to edit the Zfp536 gene. The schematic diagram is as follows:
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Technical routes £ ZRE5

» The Zfp536 gene has 10 transcripts.According to the structure of Zfp536 gene, exon4 of Zfp536-202
(ENSMUST00000175941.7) transcript is recommended as the knockout region.The region contains start codon

ATG.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Zfp536 gene. The brief process is as follows: sSgRNA was
transcribed in vitro.Cas9, sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with C57BL/6JGpt mice.
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Notice o 7
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» The Zfp536 gene is located on the Chr7. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Gene information ( NCBI
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Zfp536 zinc finger protein 536 [ Mus musculus (house mouse) ]
Gene |D: 243937, updated on 8-Dec-2013

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs
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Zfph36 provided by MGI

zinc finger protein 536 provided by MGI
MGIEMGI- 1926102
EnsemblENSMUSG00000043456
protein coding

PROVISIONAL

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;

Muroidea; Muridae; Murinae; Mus; Mus
Znfa36; mkIAAD390; 9630010P 1Rk

Biased expression in cerebellum adult (RPKM 1.6), CNS E14 (RPKM 1.5) and 13 other tissues See mare

human all
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Transcript information ( Ensembl )
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The gene has 10 transcripts, and all transcripts are shown below:

Show/hide columns (1 hidden) _ E

Hame Transcript ID bp Protein Biotype CCD5 UniProt RefSeq Flaogs
Zfp536-201 EMSMUSTO0000056338.12 4621 1302aa I_E'_[gjg_i__r]__gg_qi_r_]_g_ CCDS211566 | QBKOB3E MM 172385 | T8L1 CEMCODE basic APPRIS P1
NP_759017 &

Zfp536-202 | ENSMUSTO0000175941.7 | 4423 | 130233 I_E'_[gyg_i__r]__gg_qi_r_]g_ CCDS211566 | QBKO836Y - TSL:1 GEMCODE basic  APPRIS P4
Zfp536-206 | ENSMUSTO000017E205.7 | 4372 | 130Zaa |_F'rntein coding CCDS211566 | QEK0E83E - TSL:1 GEMCODE basic APPRIS P4
Zfp536-203 | ENSMUSTO0000176114.7 | 4341 | 1302aa CCDS211566 | QEK0E3E - TSL1 GEMCODE basic APPRIS P1
Zfp536-204 | ENSMUSTO0000176129.1 | 2541 281aa - Q3TRO9E - CDS 5 incomplete TSL
Zip536-209 | ENSMUSTO000017E680.7 | 818 163aa - H3BK 19 - CDS ¥ incomplete  TSL2
Zfp536-208 | ENSMUSTO0000176534.7 | 738 120aa - H3IBKM9¢ - CDS 2 incomplete TSL:3

£ip536-205| EMNSMUSTOO00017E137.1 | 1062 | Mo protein |Prncessedtranscript - - -
Zfp536-210| ENSMUSTO0000206332.1 | 1203 | Mo protein |_Retainedintrnn - - -

Zfp536-207 | ENSMUSTO0000176297.1 | 439 Mo protein |_Retainedintrnn - - -

< Zip536-201
protein coding

— Reverse strand 250.85 kb
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Genomic location distribution LR

b 321.51 kb Forward ttrandg
37.5Mb 37.6Mb by 37.7Mb
Genes
. 4930505M1BRik-201 >
(Comprehensive set... ek rmguict
Contigs.
&nes D [1 =¥f lL —— ‘i
. < Gma4806-201 < Gm44882-201 < Zfp536-20%
(Comprehensive set... P TEC arotein coding
O~ — + —t —
< ZIp536-204 < Zfp53%-208
protein coding protein coding
Bt L = — B +— ——
< Zfp536-202
protein coding
[H] ¢ & $
< ZfpS536-201
protein coding
— —— —— - —
< Zfp536-203
protein coding
—t —— 1 2 —
< Zfp536-206
protein coding O 1
D L)
< GMm44883-201 < Zfp536-205
TEC processaed transcript
— —
< 2¥p536-207
retained ntron
ul
< Z2fpS3
retained
Requlatory Build i N | | [ | ! | e m: 11 W, =1 I8 RN W1l N B
i s
37.5Mb 37.6Mb 1 37.7Mb

BEYRFBRA S GemPharmatech Co., Ltd. 025-5826 5929



Protein domain
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Mouse phenotype description(MGl) (3} ==es
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Phenotype Overview @)
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Click cells to view annotations.

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http://www.informatics.jax.org/) .
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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