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Project Name Mstlr
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy Al
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This model will use CRISPR/Cas9 technology to edit the Mstlr gene. The schematic diagram is as follows:
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Technical routes £ ZRE5

» The Mstlr gene has 4 transcripts, According to the structure of Mstlr gene, exon2-7 of Mstlr-201 transcript is

recommended as the knockout region. The region contains the 953bp coding segence. Knock out the region will result in

disruption of protein function.

» In this project we use CRISPR/Cas9 technology to modify Mstlr gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating Positive FO generation mice with C57BL/6JGpt mice.
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Notice o 7
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» According to the existing MGI data , This locus controls susceptibility to splenomegaly or spleen focus formation induced
by inoculation with Friend leukemia virus.

» Transcript Mst1r-202, Mstl1r-203 may not be affected.

» The Mstlr gene is located in the Chr9. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Gene information ( NCBI) & =275
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Mst1r macrophage stimulating 1 receptor (c-met-related tyrosine kinase) [ Mus muscuius (house mouse) ]
Gene |D: 19882, updated on 31-Jan-2019

< Summary e

Official Symbol Mst1r provided by MG
Official Full Name macrophage stimulating 1 receptor (c-met-related tyrosine kinase) provided by MGl
Primary source MGEMGIS3514
See related Ensernhl ENSMUSGINDIN052564
Gene type protein coding
RefSeq status REWIEWED
Organism Mus musculus
Lineage Eukaryota;, Metazoa; Chordata, Craniata; Yertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Fodentia;
blyormorpha; bMuroides; Muridae; Murinae; Mus; bus
Also known as FvZ; Bon; 5TK; Fv-2: PTKE; CO136; Chw13G
Summary This gene encodes a precursor protein that is protealytically cleaved to yield an alpha chain and a beta chain which form a
membrane-spanning heteradimer. The encoded protein belongs to a family of cell-suface receptor tyrosine kinases involved in
signaling from the cell surface to the intracellular environment. The binding of the encoded pratein to its ligand, macrophage-
stimulating protein, mediates several biological activities including wound healing, tumar immunity, macrophage activation and
hematopoiesis as well as cell growth, motility, survival and adhesion. The protein encoded by this gene also functions in early
development and the macrophage-mediated inflammatary response. Alternative splicing results in multiple transcript variants.
[provided by RefSeq, Dec 2013]
Expression Biased expression in stomach adult (RPEM 26.5), colon adult (RPKM 26.4) and 12 other tissues Zee moare
Orthelogs hurman  all
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Transcrlpt Informatlon ( Ensembl a Gem armatech

The gene has 4 transcripts, and all transcripts are shown below

Name Transcript 1D bp Protein Biotype CCDS UniProt RefSeq Flags
Mst1r201 EMSMUSTOOOO0035203.8 4722 13782z | Protein coding CCDS25509 & 52190 & B_O0S0746  TSL1  GEMCODE hasic  APPRIS P1
MNP _033100&
Mst1r204 ENSMUSTOOO00195617.5 4717 44223 DIMonsense mediated decay - AOADARYXYH & | NE_109752 & TSLi1
Mst1r202 EMSHUSTOO000194527.1 600 Ma protein | Retained intron - - - TSL:3
TSL:3

Mst1r203 EMNSMUSTOODO0195113.1 | 345 Mo protein |F{eta|ned intran - - -

The strateqgy is based on the design of Mst1r-201 transcript, The transcription is shown below
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Genomic location distribution MR
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Protein domain @ aaa el

EMSMUSPOOOO0O0D3S...
Tansmembrane heli... -
MobiDB lite -
Low complexity (Seq)
Conserved Domains 1 —— —
Cleavage site (Sian...
hmmpanther PTHR24416:5F11
PTHR.2441
. . N —
Superfamily domains Sema ain supertami Immunoglebulin E-set Protein EiI'IEISE'liE main superfamily
——
SS5F103573
; e
SMARTd{:malns Sema domain PSI domain Tyrosine-protein kinase, catalytic domain
]
IFT domain

: . —
.......................... Serine-threcnine/tyrosine-prote

Pfarm domain, Sema H{:\main IPT aumain Serine-tnre-nnine.l-'t,-rc:-sine-prc:—tein kinase,

PROSITE profiles Sema domain Fratein kinase domain
PROSITE patterns F-- kinase, ATP binding site
=L )

EIEE_E_!;*P_[T!@.L[‘L Trosine-protein kinase, HGFR'MSP receptor
Gene3l. WA O/YVTN repeat-| e containing gomain supertamiy || 3.20. 1680, 10 5.30.200.20 11051000 000
e (o Sequence vanants (dbSMP and all other sources)

I I I I I 1 I N1 | N T
Variant Legend

missense variant [ synonymous variant

Scale bar 0 200 400 B00 BOD 1000 1378

BEYRFBRA S GemPharmatech Co., Ltd. 025-5826 5929



If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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