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Project Name Cd63
Project type Cas9-KO
Strain background C57BL/6JGpt
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This model will use CRISPR/Cas9 technology to edit the Cd63 gene. The schematic diagram is as follows:
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Technical routes £ ZRE5

» The Cd63 gene has 6 transcripts, According to the structure of Cd63 gene, exon2-9 of Cd63-204 transcript is recommended

as the knockout region.The region contains all coding segence. Knock out the region will result in disruption of protein

function.

> In this project we use CRISPR/Cas9 technology to modify Cd63 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating Positive FO generation mice with C57BL/6JGpt mice.
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» According to the existing MGI data , Homozygous null mice are viable and fertile without gross morphological
abnormalities, but show an altered water balance, indicated by an increased urinary flow, water intake, reduced urine
osmolality, and a higher fecal water content.

» The position of Cd63 gene and Rdh5 gene is adjacent. Knockout the region may affect the function of the Rdh5 gene.

» The Cd63 gene is located in the Chrl10. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Gene information ( NCBI)
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Cd63 CD63 antigen [ Mus musculus (house mouse) ]

Gene 1D 12512, updated on 31-Jan-2019

« Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Cdb3 provided by MG|
COBE3 antigen provided by WG|
MG MG 9950

protein coding

WALIDATED

hMus musculus

Eukaryaota; Metazaoa, Chardata; Craniata; Wertebrata; Euteleastami; Mammalia; Eutheria; Evarchontaglires, Glires; Rodentia;
hWiyomorpha; Muroidea; Muridae; Murinae; Mus; Mus

ME4ST, CP55951, Tepandl

Broad expression in kidney adult (RPKM 201.9), placenta adult (RPkM 1583.2) and 25 other tissues See mare

human all
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Transcrlpt Informatlon ( Ensembl a Gem armatech

The gene has 6 transcripts, and all transcripts are shown below

Name Transcript 1D bp Protein Biotype CCDS UniProt RefSeq Flags

Cd63204 EMSMUSTOOOODZ19317.1 1109 238as |E_r_q_’_[_g_|__r_1____|_:_:_!;g_|;|_!_r_]_g CCOS2A097 & | P417351 & Q54900 & - TELA GEMCODE basic  APPRIS P1

Cd63-201 EMSMUSTOOO00CZE407 .8 1083 | 238as |E_r_q_’_[_g_|__r_1____|_c_:_!_j_|_:_|_!_r_]_g CCOS24297 & | P71 &) 0549006 | Nbd_007ESS & TSL1 GERMCODE basic  APPRIS P1
MNP 031679 &

Cd63-202 EMZMUSTOOOODMOS2D9. 8 1043 | 238as |E_r_u_:_l_'_t_g_|__r]___|;_g;!_|;|_!_q_g CODS2ADET & P73 &) De49006 M 0010425806 TSl GEMCODE hasic  APPRIS P1

P00 252966 &
ME_001036045 &
ME 001269895 &

Cd63-206 EMZMUSTOOOO00ZAO305.1 | B2 164ag |E_r_q_’_[_g_|__r_1____|_c_:_!_j_|_:_|_!_r_]_g - ADATWAPECE & - CDS 3incomplete TSL:3
Cd63-203 ENSMUSTOO000218450.1 514 Mo pratein | Processed transcript - - - TSL:3
Cd63.205 ENSMUSTOOO00220245.1 2894 Mo pratein | Retained intran - - - TSLiMA

The strategy is based on the design of Cd63-204 transcript, The transcription is shown below
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enomic location distribution MR
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Protein domain RELR
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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