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Gigyf2 Cas9-KO Strategy

Designer: Ruirui Zhang
Reviewer: Huimin Su

Design Date: 2019-11-5
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Project Overview @

Project Name Gigyf2
Project type Cas9-KO
Strain background CS57BL/6J
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Knockout strategy X
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This model will use CRISPR/Cas9 technology to edit the Gigyf2 gene. The schematic diagram i1s as follows:
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Technical routes
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> The Gigyf2 gene has 23 transcripts. According to the structure of Gigyf2 gene, exon4-exon5 of Gigyf2-201
(ENSMUST00000027475.14) transcript i1s recommended as the knockout region.The region contains 226bp coding sequence

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Gigyf2 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6J mice.Fertilized eggs were
transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with C57BL/6J mice.
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Notice
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> According to the existing MGI data,mice homozygous for a knock-out allele exhibit neonatal and postnatal
lethality. Mice heterozygous for a knock-out allele exhibit impaired motor coordination with motor neuron

degeneration.

» Transcript Gigyf2-203,209,212,213,215 may not be affected.

> The Gigyf2 gene is located on the Chrl. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This strategy 1s designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Gigyf2 GRB10 interacting GYF protein 2 [ Mus musculus (house mouse) ]

Gene |D: 227331, updated on 12-Aug-2019

-~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

b
-3

Gigyf2 provided by MGI

GRB10 interacting GYF protein 2 provided by MGl

MGIMGI 2138584

Ensembl ENSMUSG00000048000

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia, Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha; Muroidea; Muridag;
Murinae; Mus; Mus

Tnrc15; Al852361; AW259676; BCO06835, mKIAADG42, 2610016F01Rik; AS30080H02RIk

Ubiguitous expression in placenta adult (RPKM 11.1), CNS E11.5 (RPKM 9.9) and 28 other tissues See more
human all

IHEZEABEEYREERAT

GemPharmatech Co., Ltd. 025-5826 5929



Transcript information (Ensem =TSR
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The gene has 23 transcripts,all transcripts are shown below:
Name a Transcript ID bp  Protein  Biotype ccDs UniProt Flags
Gigyf2-201 ENSIMUST00000027475.14 5724 1291aa CCD315133:8 | QEYTWBE | TSLA (GENCODE basic 'APPRIS P3
Gigyf2-202 | ENSMUST00000164992 8 | 2330 | 721aa ' : ESQIM5& | TsL1
Gigyf2-203 | ENSIMUST000001727367 | 666 | 222aa || Protein coding ' - G3UZS9% | ] incomplete  TSL:3
Gigyf2-204 ENSMUST000001727761 | 558 | No protein | Retained intron - -
Gigyf2-205 ENSMUST00000172794.7 | 4028 1285aa || Protein coding CCDS56636 | G3UYGE & | APPRIS ALT2
Gigyf2-206 ENSIMUST000001729647 | 3721 112233 || Nonsense mediated decay 2 G3UWR2E
Gigyf2-207 ENSIMUST000001729761 545  No protein | Retained i " 5
Gigyf2-208| ENSMUST000001731481 | 566 | 42aa = GaUZM3 |
Gigyf2-209 | ENSMUST00000173152.1 | 618 | 172aa = G3UYHA®E
Gigyf2-210| ENSMUST00000173173.7 | 2765 | B877aa = G3UYR9@ |
Gigyf2-211 | ENSMUSTO00000173235.7 | 2826 | 167aa - G3UZXTH |
Gigyf2-212| ENSMUST00000173636.1 | 773 | 258aa - G3UZW5@
Gigyf2-213| ENSMUST00000173663.1 | 386 | 110aa - G3UWTE® |
Gigyf2-214 ENSIMUST00000173850.7 | 2520 | No protein s -
Gigyf2-215 ENSMUST000001743347 | 533 | 84aa - G3UXF2@
Gigyf2-216 | ENSMUST00000174482.1 | 778 | No protein = = '
Gigyf2-217 | ENSMUST000001745017 | 3876 | 1291aa CCDS151339 | QBYTWS &
Gigyf2-218 ENSMUST00000174535.1 586 | No protein | | IncRNA ' = z '
Gigyf2-219 | ENSIMUST000001745837 | 3015  No protein || INCRNA ' - :
Gigyf2-220 ENSMUST000001746051 | 674 | No protein || Retained intron : -
Gigyf2-221 ENSMUSTO000001746717 | 3074  No protein | INCRNA - -
Gigyf2-222 ENSIMUST000001748467 @ 995 No protein | IncRNA s -
Gigyf2-223 ENSIMUST00000187038.1 1962  No protein | Retained intron " 5
The strategy is based on the design of Gigyf2-201 transcript, the transcription is shown below:
123.79 kb Forward strand g
fﬁxhlk___—_ﬁ—_—ﬁ_________‘l/fﬂ\l/\iﬁf-ﬂ/\”(—_d—__—_d___—_____—__‘l/\l/ﬁ xH/\I/\iAlﬁi/\I/\I/‘\I/\I/\I/“«if‘»l/\i/‘\i/\lj
Gigyf2-201 >
protein coding
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Genomic location distribution
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Protein domain RIS

GemPharmatech

ENSMUSPO0000027... . . ———— I — :
MobiDB lite. . . - = E— £ N —— = = om
Low complexity (Seq)
Coiled-coils (Ncoils) i =
Superfamily. GYr e domain superfamily
EHEHI ﬁ:-":j;l'
Pfam. #ﬂlﬂmain
PROSITE profiles GTE doerain
PANTHER. TEERT -
Gene3l
CDD. :
All sequence SNPs/i... Sequence vanants (dbSNP and all other s::nur-:g-sj . . : . :
---------------------------------------- | 1 ] i
Variant Legend

B =top gained

P inframe insertion

P inframe deletion

missense variant

0 synonymous variant

Scale bar 0 200 400 600 BOD 1000 1291

IAEREAFEYREERAS GemPharmatech Co., Ltd. 025-5826 5929



Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview ﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a knock-out allele exhibit neonatal and postnatal lethality.

Mice heterozygous for a knock-out allele exhibit impaired motor coordination with motor neuron degeneration.

IAEREAFEYREERAS GemPharmatech Co., Ltd. 025-5826 5929



g
>
=)

If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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